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Abstract

This study aimed to study on DNA fingerprint of Thai, introduced and hybrid mangos.
DNAfingerprint was analyzed in 24 mangos with 50 microsatellite primers.The experiments were
studied in 24 Thai, introduced and hybrid mangos. The DNA was amplified by 48 primer pairs which
showed 185 polymorphic DNA bands. The DNA bands were analyzed for similarity coefficient and
clustering using NTSYS pc 2.1. The genetic analysis and DNA structure were analyzed
by STRUCTURE v2.3. According to the dendrogram, mango samples were divided into 7 groups.
Group 1 included ‘Namdokmai’, ‘SK0072°, ‘Australia’, ‘Namdokmai Sithong’ and ‘On Son’. Group
2 were ‘Aroomanis’, ‘SK0083’, ‘Okrong Taprueang’, ‘Namdokmai Taliab’, ‘SK0080°, ‘SK0005A°,
‘SK0005B’, ‘SK0082’, ‘SK0095’ and ‘Sensation’. Group 3 included ‘India (small)’ and ‘Keitte’.
Group 4 were ‘Salam (round)’, ‘Kensington’ and ‘R2E2’. Group 5 were ‘Kent’ and ‘Lippen’. Group 6
and 7 had only one cultivar as ‘Salam (long)’ and ‘India (big)’, respectively. It was found that hybrid

mango varieties were in the entire ‘Namdokmai’ group.

Keywords: Mango variation, DNA fingerprint, Genetic analysis
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UN¥ (Introduction)

°’3J’N%ﬂL‘]J‘HUIJJNmﬁiyﬁﬂﬂﬂﬁWﬂﬂJ@ﬂﬂfuﬂWu\i mﬂﬁ%Tﬂﬂﬁﬂ\‘ﬂﬂ Tmm ﬁﬂﬂﬁ‘”‘i/l"luhlﬂ
WQNﬁﬁﬂLLa HaAL ﬁ"lﬁiiJ?JQJJ’NGIU‘]JiwmﬂUlT]fJ mwmm‘lam 250 W“Ll‘ﬁ ‘]JNW‘L!‘ﬁiJﬁﬂ‘]elmwﬂﬁ"lﬂﬂu
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(@ENINANATOIRUE NBUWINA, 2544) cmm'iﬁﬂmaﬂymwﬂiwmwuﬂﬂﬂ“l% anvuzdugIUING
(1HiBa08191A 87 mmﬂﬂmmwﬂwmﬂ”lmwLumfﬂmaﬂym FUNANYUE LL‘(’JﬂmﬂﬂullﬂiﬂﬂWi@
Tunanaeny anvay mqaﬂym p1RANNENINIIATONAANAI Y Fa1TL mMsnidoya
mmummﬂm ﬂumaum Lwaﬁl%auUﬁuuaﬂym NNTUTIUING 22 wﬂﬁmﬁmuuﬂwuﬁ
59915918 aﬂﬂmmﬂﬂmﬂ"ﬁmmmnflﬂaGmmqwu‘ﬁﬂiﬁmwmuﬂi T&J%umamiﬂiuﬂiqwuﬁ

ERURR IﬂEJmWT"ﬂﬁﬁiNJJ"’ﬂJ’NW‘H‘ﬁGlWlI%WﬂWU‘ﬁﬁﬂNE‘ﬁJ “If\W]’ENﬂTiWE)LLiJ‘VIiJﬂ’N?JLmﬂ@]Nﬂ‘Ll
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EJJEWC] Qﬂﬂ‘iﬂj HazITMs (Material and Methodology)

Lﬂ‘]_lG]’J’E)fJNGI,‘Ullu?J’NﬁWﬂWHﬂWﬂLLﬁWWM‘ﬁﬁNﬂﬁwlﬂﬁ U 17 Wu‘ﬁ llmm ‘Ll'lﬂ’t’)ﬂUhJ
1nd1a!,aﬂ 1nd1a11riﬂ1 SalamNadl Salam®¥1] Kent Aroomams umaﬂ“lu’mnm poUYyOU P0AIATLAY
Keltte KensingtonSensation Llppen R2E2 ’e)ﬂ‘i’é)wn!,ﬂim LLﬁ“’HWﬂE]ﬂUliJGHLGEJU wmqaﬂwﬁﬂu
ﬂﬂll‘l!'lﬂ@ﬂllu U 7 ET'IEJ W‘L!‘ﬁ "lmm f1N.0072 FN.0080 FN.0082 FN.0083 fIN. 0095 f1N.0005A
Iag fAn.0005B 'LlTiJ"I’ﬁﬂﬂﬂLf]“L!ﬂ’JEJ’J‘ﬁ CTAB ’mﬂ?mmumﬂmmwmama wmmﬂuumuﬂ‘%mm
maumi%i%"lwmas Microsatellite 911U 50 "lwamai (Begun et al., 2012) ﬂTJEJLﬂS’EN PCR
mnnmimm Willams et al. (1990) luosdilsznouiiders U5uas 25 llﬂﬂsam sznoudie
Adue 50 1 TuNSY 1X PCR buffer MgCl, 2 iaa lua13 dNTP 0.1 Had uai3 primer 0.2 "laﬂﬂi
Tua1s uag Taq DNA polymerase (Promega) 0.5 gilg “l,%amwmslumﬁmﬂ;lﬂim fidorsaail
Pre-denaturation ‘mjmwﬂu 94 PIFNIFAIFUE UM 5 U1 ANAIY Denaturation ‘mmwﬂu 94 93
L‘ﬂfﬁ!ﬁ]ﬁﬂﬁ U 1 ‘Ll'I‘V] Anneahng Tl'i)ill“Piﬂ?J‘V]LTT?J'I“’?fﬁJsU'ENLW]a“UlW‘iliJ@ﬁ (@]'I‘iN“VI 1) WU 1 ‘l!'l“l/l
uag ExtenSIOn ‘V]Elmﬁﬂil 72 mmwm%ﬁ U 2 ‘Ll'IVI ‘l/]'l“]Jg]ﬂifJ'ﬁ]'lU')H 40 59U Ua¥ Final
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mmﬂmmmmmmama @li?ﬁ]ﬁ@‘ﬂNﬂﬂTiﬂﬁTﬂQﬂl@ﬂLLﬂUﬂlﬂulﬂ ﬂ'JmeﬂuﬂIWﬂﬂ ﬂﬁﬁTubJﬂL’ﬂﬂ
BianTas Tlis@a NNy 4.5% douadloFanos luain (AgNO,) wanh I amsziuou
maumm‘1J'i1ﬂ§]ummumama°lmmm !,‘lr%EJ‘]JWIEJTJGIJHTW’U’E]\‘]!Lﬂ‘]JﬂL’ETLlL’E’]V]Ulﬂﬂﬂﬂlﬂu&@iﬂﬁﬁ‘ﬁTu
’Jl,ﬂi']w?iaﬂ‘]elﬂ.!wﬁ']fJ“WlI‘WﬂLE]ULE]GIJ@QMulI’JQﬁ']fJWH‘ﬁG]N 9 Iﬂﬂ‘ﬂu‘ﬂﬂﬂ']iﬂﬁ'lﬂ{,]ﬂifJ]lﬁJﬂiWﬂasUﬂﬁ
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’Jlﬂﬂ“’“l"isllﬁ]ilaiﬂﬂjﬂiuﬂ‘iﬂ NTSYS pc2.1 ’Jlf’]'ﬂ““l’iﬂWﬁil‘]Ji”ﬁ'ﬂ‘ﬁﬂ’ﬂil!,ﬁﬂJE]u (Similarity coefficient)
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131NN 1 thﬁLN@ﬁLUﬁﬂL!ﬁ%Qﬂ!WQN Annealing ‘ll'éNll‘WiliJ’f)ﬁ Microsatellite 50 917
Hao. Frimer Sequences (53" Annealing o Frimer Sequences (5"3') Annealing
SER1E TaL CAE CTT TEGETTE &CT &C 57 28 SER2ES COCCTT CEATAAGTT & 52
TOC GOC GAT AAA CAT CAG AC SERZER TAAGTG ATG CTG CTG GT
2 (OCA CRA ATA TCA ACT GCT GCC a7 n SERETE TCT GAG TTC TAA AAT G2 52
TCT GAC ACT SSR2TR i TOC AMC ATA CAA TAC
3 ARACGA GRA 50 2 S5RZEF GACCCRACARATCCA A 52
CAA GTA CCT &CT GO e SSR2RR ACT GTG CAA
2 AGETCTTTT ATC TTC G&C CC 35 bl SERIHF ARA GAT BAG ATT GGG A4AC AG L]
AAACEA ARA AGC AGCCCA o CET AAG AAG AGC ARA GET
5 TETAGTCTCTGT TG CTT C 55 30 TAG GEA TAT AGC TEE AGE 54
TTCTGT GTC GTC ARA CTC SER30R ACG CAG TAG SACCTG TG
[} CAACTT GEC AAC ATA GaC 51 k1 SRR CAR O TAT GTG TTE AA% 55
ATA CAG G TOC AGD TTC SER3IR AAA CTA BAC AAG (TR AACC
T MRS ATA AAG GEG ACA CCAGAC 52 32 SER3ZE CITCATTTCTCCACTTIT G 54
CCA TCA TCE COC AT CAG SERSER ATE AAl TAC TEGE CTE &TT
8 TTG ATG CAA CTT TCT GCC 53 £ ] SoRAF QG TAA AGL TGT TRA CTA 52
ATG TEA TTAGRATEAACTT SRR3R
] fae AGA GRA AGA TTA TEA C 54 3 SSR345 53
A CCA TCC AGC ARA ATA C S5R34A
0 TET GAA ATE CAAGETTRAG 52 35 SER3EE 53
ACA GLA ATC GTT GLATTC SER3ER
ETT TTC ATT CTC AAA ATG TET G 52 35 SRR3R CCT CAA TCT CAC TCA ACA 55
CTT TCA TET TCA TAG ATG CAA SER34R ACC COA CAA TOA AAC TAC
12 CTC GEA TTT CTC GCA GTC 55 £T) SSRATE GAC TTG CAG TTT CCT T 50
TOCCTC CAT TTAACCCTCC SER3TR TCAACA ACCCCATTIT G
13 GAA CEA GAA ATC GGG AAC 53 33 SSR3EF 52
GLAGICATT GAATAC ARA G SERARR TEC ATA GCA GAA AGA AGA
EY ANC COATOT AGC CAL 00 35 W SER3DF TET CTA CCATCA AGT TCG 33
TTE ACA GTT ACC ARA CCA GAC SERAMR GCT GTT GTT GCT TTA OTG
b1 TTT ACC AAG CTA GGG TCA 52 40 SERA0F ATTTTGATT CCCGTT T 52
CACTOT TAA ACT ATT Cas OCA SERQ0R ATTCEATCATEE TTT TE
16 GET TTA TEC ACA TCA ATA TCC 54 a1 SSRAlF ATC COC MGT AGC TIT 6T 53
TCOC TAC AAT AAC TTG CC SERAIR TGA GAG TTG GCAGTG TT
T TaR GOT Al AL GTT ATAG 52 42 288428 ACGE ETT TEA AGG TTT TAC 59
CCATAG QTG AAT QTA GAG AG SERAZR ATCCAAGTT TCCTACTCCT
18 CET CAT OCT TTA CAG CRA ACT 56 43 288438 AAG AEE GAA TCT TaA TCA AC 53
CAT CTT TiRA TCA TOD GAA AC SERAZR GTC GTT TTG CGT TAG TG
19 AAT TAT CCT ATC OCT CET ATC 4 a4 SER44E GOG TET CAA TCT AGT G& 52
AGA ANC ATG ATS TEA ACC S5RALR GCT TTG GTA AlA GEA TAL G
i CRCTCT GTE AGA ATCARATEG T 5B 45 SER4SF GCTCTTTCCTTG ACCTT 52
Eiza CTC TTA TTA GOC AAT GEG ATG 258458 TCA AAL TCG TET CAT TTC
G QA GRA GAT ATC TET 56 45 SERAEF 34
CTG GTT CTT CAT TaT TERAGAT & SSRALR
2 TEAGTT &GTT GTCCTG CT 52 a7 SERATE T Lo}
GETGCTTGTTTETOG T S5RATR AT TRCCCT CCTTAQT ATET
fric} SRR TR AEA ATE GAG CA 50 48 ol TCE GTC ATT TAC ACC TCT 53
TEG ACT GRAA TGT G4 TAG SSRAIER TATIGAGC TTICTITGTG TT
2 GAT Al ACC AR CAAGTC A 53 49 SSR4GE ACC ACG AAA AGA CARCTC 53
CCA ATA AR AT CC8 ACC SERARR TCOATCT TTG TTA AAT AGE TTA AT
L] OTT GAA AGA GAT TGA GATTE 53 50 SSREDF ATE GAG ACT AGA ATGE TAZ AZA G g2
Al AGE CAG AAG GTT TAG SERSOR ATT ARR TCT CET CCA CAA T
Q . .
Wanazon1ls1e (Result and Discussion)
fﬂiﬁiTQQTEJWNW@LE)HLE]“Uf]\ill“’ll'NWU‘ﬁblV]fJ ‘Wu‘ﬁ@TQ‘]JS‘”WIﬁ ua‘"wmmﬂwﬁﬂumn
Ll']ﬂ’f)ﬂ]lﬂJ ﬂ'ILHUﬂ'ISIﬂﬂi“lﬂﬂi’f]ﬂﬂll']ﬂilllﬁﬂﬁ Microsatellite W‘ummmmmuﬂ?u1mmaum[’lu
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SSR2, SSR3, SSR4, SSR5, SSR6, SSR7, SSR8, SSR9, SSR11, SSR12, SSR13, SSR14, SSR15,
SSR16, SSR17, SSR18, SSR19, SSR20, SSR21, SSR22, SSR23, SSR24, SSR25, SSR26, SSR27,
SSR28, SSR29, SSR30, SSR31, SSR32, SSR33, SSR34, SSR35, SSR36, SSR37, SSR38, SSR39
SSR40, SSR40, SSR42, SSR43, SSR44,SSR45, SSR46, SSR48, SSR49 1ag SSRSO uag LLﬂ‘iJﬂLE)mE]
Vlulm,mnmamu’m 2 U9Y 91N 2 ll‘WiLiJ’E]i llﬂl,l,ﬂ SSR10 Lm” SSR47 ﬁmmﬂuumgmumama
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